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Abundance plot, in detection of isobaric interferences in DE-
MALDI-TOFMS of complex polymer mixtures, 911
Acylium ions, gaseous, ketalization of, 150
Adenosine monophosphate, gas phase H/D exchange of, con-
formational dependence of, 780
Aglycones, flavonoid, LC-ESI-MS/MS of, 707
Aldehyde dehydrogenases, structure of, enzyme inhibitors and,
97
Alkali-cationized peptides, dissociation pathways of, 497
Alkaline earth metal ions, reactions with benzene, 250
Alkanes, long chain, atomic transition metal ion reactions with,
367
Alkyl side chains, fragmentation of deprotonated peptides con-
taining, 1
Amide hydrogen, migration of, during ESI, 410
Amines, ES-generated copper(II) complex ions of, CID of, in for-
mation of molecular radical cations of enkephalin deriva-
tives, 1114
Amino acid(s). See also specific amino acid.
intrinsic size parameters of, in predicting mobilities of peptide
ions, 885
underivatized, HPLC/AP-MIPI-MS of, 117
Amino acid-cyclodextrin complexes, gas phase, chiral recogni-
tion in, 278
9-Aminofluorene-labeled oligosaccharides, MALDI-FTMS char-
acterization of, 1254
Ammonium ions, quaternary, CSR fragmentation reactions of,
571
Analysis of diacyl peroxides by Ag CIS-MS/MS: free radical
pathways of complex decomposition, 449
Analysis of peptides and proteins containing nitrotyrosine by
MALDI-MS, 438
1-Anilino-8-naphthalene-sulfonate, protein binding by, ESI-MS
of, 428
Anionic nucleophiles, gas phase reactions of chloramine with,
139
Antifungal lipopeptide iturin A2, sodium stabilization of, during
ESI-MS, 505
Antisense therapeutic, sequencing of, by CID, 805
AP. See Atmospheric pressure; High performance liquid chro-
matography/atmospheric pressure microwave-induced
plasma ionization MS.
Application of integrated MALDI-TOFMS, ESI-MS, and MS/MS,
to characterize complex polyol mixtures, 55
Application of ion-impact energy measurement to ESI-MS of
proteins and protein mixtures, 826
Argentinated peptides, CID of, product ions from, 163
Arginine residues, selective titration by sulfonates, 810
Aromatic hydrocarbons, polycyclic, in ancient rocks, L2MS vs
GC/MS of, 989
Asymmetric waveform ion mobility spectrometry (FAIMS), tan-
dem, coupled to TOFMS, ion trapping in, 1320
Atmospheric pressure
in HPLC of underivatized amino acids, 117
ion trapping in tandem FAIMS-FAIMS coupled to a TOFMS:
studies with electrospray-generated gramicidin S ions,
1320
Atomic transition metal ions, reactions with long chain alkanes,
367
Automatic analysis of H/D exchange mass spectra of peptides
and proteins using calculations of isotopic distributions,
1153
4-Azasteroids, fragmentation of, 385
Bacterial identification, by ICM-MS, limits of, 49
Behavior of oxygen, as CID target gas, 23
Benzamides, cyclopropylphenyl, cyclization in gas and liquid
phases, 956
Benzene, alkaline earth metal ion reactions with, 250
Benzo[ghi]fluoranthene tetrols, PSD studies of, 376
Biological materials
degradation of, correlation with CID of Gln-Gly cleavage, 337
MS of, 125
Biopolymer sequencing, by triple quadrupole mass spectrometer
in ESI nozzle-skimmer/precursor ion MS/MS mode, 846
Book reviews
Current Practice of Gas Chromatography-Mass Spectrometry, 1348
Encyclopedia of Spectroscopy and Spectrometry, 1064
GC/MS in Clinical Chemistry, 127
Inductively Coupled Plasma-Mass Spectrometry: Practices and
Techniques, 1226
Mass Spectrometry of Biological Materials, 125
Mass Spectrometry of Proteins and Peptides, 126
Mass Spectrometry PittCon2 2001, 607
Bradykinin, CID of, in interface region of ESI, 772
tert-Butanol, enol ionized reaction with, 938
CAD. See Collisional-activated dissociation entries.
Calcium binding, to EF-hand motifs probed by ESI-MS, 1296
Calcyclin, isolated from granulocytes, nonspecific cleavage of,
1180
Calibration standards, for ESI-MS, tris (perfluoroalkylethyl)silyl
alkyl amines as, 1050
Carboxonium, gaseous, carbosulfonium transacetalization with,
14
Central ring electrode, for trapping and excitation/detection, in
FTICR-MS, 30
Characterization of the product ions from the CID of argentin-
ated peptides, 163
Charge exchange ionization in collision cells as a method to de-
tect the presence of long lived excited electron states of
polyatomic ions, 1120
Charge transfer interactions, in stability of lithium atom com-
plexes with formaldehyde and formaldimine, 1229
Charge-derivatized peptides, fragmentation of, 399
Charge/radical site initiation vs Coulombic repulsion for cleav-
age of multiply charged ions: charged solvation in poly-
(alkene glycol) ions, 565
Charge-site-remote fragmentation reactions, ionization mode
and, 571
Chiral recognition in gas phase cyclodextrin-amino acid com-
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plexes: is the three point interaction still valid in the gas
phase, 278
Chloramine, gas phase reactions of, with anionic nucleophiles,
139
Chloride affinities, of monosaccharides, ranking of, 1193
Chromatium vinosum, iron-sulfur metalloprotein from, 3 oxida-
tion state for, ESI-FTICR-MS of, 817
CID. See Collision-induced dissociation.
CIS-MS/MS. See Coordination ionspray tandem MS.
Cleavage mechanisms in multiply charged ions, 565
Clinical chemistry, GC/MS in, 127
Clusters
matrix to analyte proton transfer in, 726
silver, interferences in MALDI-MS of nonpolar polymers, 732
Cobalt-coordinated hexosamine monosaccharides, stereoselective
dissociations of, 517
Collision cells, charge exchange ionization in, to detect excited
electron states of polyatomic ions, 1120
Collision experiments, high energy, electron loss from multiply
protonated lysozyme ions in, 889
Collisionally activated dissociation (CAD)
of metal complexes, flavonoid glycoside characterization by,
537
of poly(ethylene glycol), 565
of substituted indole, by quadrupole TOFMS, 1145
Collisionally activated dissociation tandem mass spectrometry
(CAD MS/MS)
of glycosphingolipids as lithiated adducts, 61
of noncovalent protein assemblies, 329
Collision-induced dissociation (CID)
of argentinated peptides, product ions from, 163
of bradykinin ions, in interface region of ESI, 772
of derivatized N-linked glycans, 926
of ES-generated copper(II) complex ions, in formation of mo-
lecular radical cations of enkephalin derivatives, 1114
of Gln-Gly cleavage, biological degradation correlation with,
337
in nozzle-skimmer region, in biopolymer sequencing, 846
oxygen as target gas of, 23
in pesticide studies, 590
sustained off-resonance irradiation, mono-deprotonated pep-
tide nucleic acid sequencing by, 805
and theoretical studies of Cu-dimethoxyethane complexes,
480
of triply protonated tryptic peptide, histidine residue position
and, 1262
Collision-induced dissociation tandem mass spectrometry (CID
MS/MS), low energy ESI, of polyglycols, lithium and
transition metal ions in, 832
Comparison of microprobe two-step laser desorption/laser ion-
ization MS and GC/MS of polycyclic aromatic hydrocar-
bons in ancient terrestrial rocks, 989
Comparison of negative and positive ESI-MS/MS, for LC
MS/MS of oxidized deoxynucleosides, 80
Complete sequencing of mono-deprotonated peptide nucleic
acids by sustained off-resonance irradiation CID, 805
Complex mixtures, low abundance species in, nano-ESI-
QTOF-MS fucosylation study of, 964
Complexes of Li atoms with formaldehyde (LiOCH2) and
formaldimine (LiNHCH2): stability via electrostatic and
charge transfer interactions, 1229
Computational analysis, of metal-induced conformational muta-
tions, 1272
Computer programs, MoWeD as, to determine component mo-
lecular weights, 599
Condensed phase, of oxidized peptides containing cysteine,
fragmentation of, 228
Conference review, 13th Sanibel Conference on Mass Spectrome-
try: Informatics and Mass spectrometry, 475
Confomers, elongated, of ubiquitin, ESI-FAIMS-MS of, 894
Conformational dependence, of gas phase H/D exchange of
AMP and dAMP, 780
Controlled ion fragmentation in a 2-D quadrupole ion trap for
external ion accumulation in ESI FTICR-MS, 1312
Coordination ionspray tandem mass spectrometry (CIS-MS/
MS), diacyl peroxide analysis by, 449
Copper(II) complexes
ES-generated, CID of, in formation of molecular radical cat-
ions of enkephalin derivatives, 1114
low energy dissociation of, 490
Copper-dimethoxyethane complexes, CID and theoretical stud-
ies of, 480
Coulombic repulsion, for cleavage of multiply charged ions, 565
Crosslinker, for MS analysis of protein complex quaternary
structure, 222
-Crystallin, GlcNAcylation sites of, identification by Q-TOFMS,
1106
Cyanuric acid determination, stable association complex ESI for,
1085
Cyclization of ortho-cyclopropylphenyl benzamides in gas and
liquid phases, 956
Cyclodextrin-amino acid complexes, gas phase, chiral recogni-
tion in, 278
Cyclopropylphenyl benzamides, cyclization in gas and liquid
phases, 956
Cysteine, oxidized peptides containing, fragmentation of, 228
Cysteinyl eicosanoids, ESI and MS/MS of, 763
Cytochrome c, in methanol, ESI-MS of, 317
Delayed extraction matrix-assisted laser desorption/ionization
time-of-flight mass spectrometry (DE-MALDI-TOFMS), of
complex polymer mixtures, isobaric interferences in, 911
Deoxyadenosine monophosphate, gas phase H/D exchange of,
conformational dependence of, 780
Deoxyguanosine, in cluster with sinapinic acid, electron transfer
vs proton transfer in, 176
Deoxynucleosides, oxidized, LC of, ESI-MS/MS for, 80
Deprotonated peptides, fragmentation of, 1
Detection and characterization of hydroxyl radical adducts by
MS, 1214
Detection of 25,000 molecules of substance P by MALDI-TOFMS
and investigations into fundamental limits of detection in
MALDI, 1055
Determination of flavone, flavonol, and flavanone aglycones by
LC-ESI-MS/MS, 707
Determination of photomodified oligodeoxynucleotides by exo-
nuclease digestion, MALDI, and PSDMS, 1127
Determination of the CAD of a substituted indole by orthogonal
acceleration Q-TOFMS, 1145
Dexamethasone transformation products, on light-activated TiO2
surface, ion trap MS/MS of, 1286
Diacyl peroxides, CIS-MS/MS analysis of, 449
Diastereomeric benzo[ghi]fluoranthene tetrols, product ion stud-
ies of, by MALDI-TOFMS and PSD, 376
Dicarboxylic acid, polyammonium macrotricyclic ligand com-
plexes with, ESI-MS of, quantum calculations and, 304
3,5-Didehydrophenyl cation, FTICR-MS study of, 258
Diexo- and diendo-fused isomers, of thiouracil and thiazinopyri-
midine derivatives, MS of, 1011
Differentiation and quantitation of isomeric dipeptides by low
energy dissociation of copper(II)-bound complexes, 490
Differentiation of positional isomers of nitro meso-tetraphenyl-
porphyrins by MS/MS, 381
Diffusion, ionic, in SIFT-MS, 863
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2,5-Dihydroxybenzoic acid, tripeptide VPL in cluster with, ma-
trix to analyte proton transfer in, 726
Direct sampling ion trap mass spectrometry (DSITMS), in U.S.
space program, 656
Dissociation, collision-induced. See Collision-induced dissocia-
tion.
Dissociation pathways of alkali-cationized peptides: opportuni-
ties for C-terminal peptide sequencing, 497
Droplet surface partitioning coefficient, in ESI, 1002
Droplets, in electrospray
break-up of, physical/chemical separations in, 343
charge gradients in, ion response and, 206
protein fluorescence measurements within, 716
Dynamic ion cooling technique for FTICR-MS, 1169
ECD. See Electron capture dissociation.
Editorials, 243, 479, 617
Effects of ionization mode on charge-site-remote and related
fragmentation reactions of long chain quaternary ammo-
nium ions, 571
Effects of liquid phase composition on salt cluster formation in
positive ion mode ES-MS: implications for clustering
mechanisms in electrospray, 1077
Effects of position of internal histidine residues on collision-in-
duced fragmentation of triply protonated tryptic pep-
tides, 1262
EF-hand motifs, calcium binding to, probed by ESI-MS, 1296
Eicosanoids, cysteinyl, ESI and MS/MS of, 763
EI/Q/oa TOF mass spectrometer, miniaturized, 641
Electrochemical processes in wire-in-a-capillary bulk-loaded
nano-electrospray emitter, 853
Electron capture dissociation (ECD)
of gaseous multiply charged ions by FTICR-MS, 245
of poly(ethylene glycol), 565
Electron loss from multiply protonated lysozyme ions in high
energy collisions with molecular oxygen, 889
Electron states, excited, of polyatomic ions, detection by charge
exchange ionization in collision cells, 1120
Electron transfer, vs proton transfer within radical-cation clus-
ters of guanosine and deoxyguanosine with substituted
naphthalenes and sinapinic acid, 176
Electrospray
clustering mechanisms in, 1077
gramicidin S ions generated by, in studies of ion trapping in
FAIMS/FAIMS coupled to TOFMS, 1320
in perrhenate system characterization, 1137
Electrospray ionization (ESI)
droplet surface partitioning coefficient in, 1002
interface region of, CID of bradykinin ions in, 772
peptide aggregate formation during, 1020
peptide amide hydrogen migration during, 410
of poly(ethylene glycol), 565
in study of melittin bound to phospholipid micelles, 1247
Electrospray ionization high field asymmetric waveform ion
mobility spectrometry mass spectrometry (ESI-FAIMS-
MS), of ubiquitin elongated conformers, 894
Electrospray ionization ion trap mass spectrometry (ESI-ITMS)
fragmentation of photomodified oligodeoxynucleotides ad-
ducted with metal ions in, 1174
of isomeric O-alkyl S-(2-dialkylamino)ethyl methylphosphono-
thiolate fragmentation and reactions, 902
Electrospray ionization (ESI) low energy CID-MS/MS, of polyg-
lycols, lithium and transition metal ions in, 832
Electrospray ionization mass spectrometry (ESI-MS). See also Mi-
croelectrospray ionization mass spectrometry.
of 1-anilino-8-naphthalene-sulfonate binding to proteins, 428
of calcium binding to EF-hand motifs, 1296
calibration standards for, tris (perfluoroalkylethyl)silyl alkyl
amines as, 1050
of complex polyol mixtures, 55
of complexes, quantum calculations and, 304
heme-globin complex detection in, electrostatic interactions
and, 1092
microfabricated PDMS multichannel emitter for, 463
nanoscale liquid chromatography with, of proteolytic digests,
exponential dilution gradient system for, 1205
protein identification by, 215
of proteins and protein mixtures, ion-impact energy measure-
ment in, 826
of proteins in methanol, 317
sodium stabilization of iturin A2 during, 505
of solution phase H/D exchange of non-covalent complexes,
795
Electrospray ionization pseudo-MS, biopolymer sequencing by,
846
Electrospray ionization quadrupole time-of-flight MS fucosyla-
tion study, of low abundance species in complex mix-
tures, 964
Electrospray ionization tandem mass spectrometry (ESI-MS/MS)
of cysteinyl eicosanoids: leukotriene, C4 and FOG7, 763
of flavonoid aglycones, 707
of kynurenine fragmentation, 786
of metal-adducted oligodeoxynucleotide ions, 550
of oligonucleotide fragmentation, 193
for oxidized deoxynucleoside LC, 80
Electrospray ionization-Fourier transform ion cyclotron mass
spectrometry (ESI-FTICR-MS)
ion fragmentation in 2-D quadrupole ion trap for external ion
accumulation in, 1312
of 3 oxidation state iron-sulfur metalloprotein, 817
using ion preselection and external accumulation, 38
Electrospray mass spectrometry (ES-MS)
droplets in
break-up of, physical/chemical separations in, 343
charge gradients in, 207
protein fluorescence measurements within, 716
liquid phase composition and salt cluster formation in, 1077
stable association complex, for cyanuric acid determination,
1085
Electrostatic interactions
and detection of heme-globin complex in ESI-MS, 1092
in stability of lithium atom complexes with formaldehyde and
formaldimine, 1229
Elimination of the concentration dependence in MIAMS of
methyl palmitate using MAB, 754
Elongated conformers of charge states 11 to 15 of bovine
ubiquitin studied using ESI-FAIMS-MS, 894
Elucidation of the initial step of oligonucleotide fragmentation
in MALDI using modified nucleic acids, 744
Emerging pollutants, and communicating the science of environ-
mental chemistry and MS: pharmaceuticals in the envi-
ronment, 1067
Enkephalin derivatives, molecular radical cations of, formation
via CID of ES-generated copper(II) complex ions, 1114
Enols, ionized reaction with tert-butanol, 938
Environment, pharmaceuticals in, 1067
Environmental and forensic applications of field-portable GC/
MS, 683
Enzyme inhibitors, protein structure and, 97
ESI. See Electrospray ionization entries.
-ESI-MS. See Microelectrospray ionization mass spectrometry.
ES-MS. See Electrospray mass spectrometry.
ExB sector-field mass spectrometer, 619
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Exoglycosidase digestion, neutral O-linked oligosaccharide
structure and, 877
Exonuclease digestion, photomodified oligodeoxynucleotide de-
termination by, 1127
Exploring limits of bacterial identification, by ICM-MS, 49
Exponential dilution gradient system for nanoscale liquid chro-
matography in combination with MALDI or nano-ESI-MS
for proteolytic digests, 1205
Factors influencing determination of analyte ion surface parti-
tioning coefficients in electrosprayed droplets, 1002
FAIMS. See also High field asymmetric waveform ion mobility
spectrometry.
FAIMS/FAIMS, coupled to TOFMS, ion trapping in, 1320
Field-portable and miniature mass spectrometers, from 12th
Sanibel Conference, 617
Field-portable, high speed GC/TOFMS, 648
First observation of 3 oxidation state for a [4Fe-4S] metallopro-
tein, ESI-FTICR-MS of, 817
Flavonoid aglycones, LC-ESI-MS/MS of, 707
Flavonoid glycosides, characterization of, by CAD of metal com-
plexes, 537
FOG7. See 5-Oco-7-glutathionyl-8,11,14-eicosatrienoic acid.
Forensics, field-portable GC/MS in, 683
Formaldehyde and formaldimine, lithium atom complexes with,
stability of, 1229
Formation of molecular radical cations of enkephalin derivatives
via CID of ES-generated copper(II) complex ions of
amines and peptides, 1114
Formation of peptide aggregates during ESI, 1020
Fourier transform ion cyclotron resonance (FTICR)
in analysis of metal-induced conformational mutations, 1272
in study of O reactions with methyl benzoate, 694
Fourier transform ion cyclotron resonance mass spectrometry
(FTICR-MS), 243. See also Electrospray ionization-Fourier
transform ion cyclotron mass spectrometry.
central trapping ring in, 30
of the 3,5-didehydrophenyl cation, 258
dynamic ion cooling technique for, 1169
electron capture dissociation by, 245
in H/D exchange of positively charged mononucleotides, 268
of poly(ethylene glycol), 565
in protein identification from phenylisothiocyanate-derivat-
ized electrosprayed tryptic peptides, 288
of stereoselective dissociations of hexosamine monosacchar-
ides, 517
in study of melittin bound to phospholipid micelles, 1247
Fourier transform mass spectrometry (FTMS). See also Matrix-
assisted laser desorption/ionization Fourier transform
mass spectrometry (MALDI-FTMS).
gated trapping strategy in, 296
Fragmentation
of 4-azasteroids, 385
of charge-derivatized peptides, 399
CSR for, ionization mode and, 571
of deprotonated peptides, 1
of derivatized N-linked glycans, 926
of electrospray-produced oligodeoxynucleotide ions adducted
to metal ions, 550
of kyurenine, ESI-MS/MS of, 786
of a novel marine peptide, plicatamide, unusual gas phase
intramolecular rearrangement involved in, 470
of oligodeoxynucleotides
effects of replacing phosphates with methylphosphonates
and thymines with other bases in T-rich sequences, 580
studied by H/D exchange and ESI-MS/MS, 193
of oligonucleotides, using modified nucleic acids, 744
in phosphatidylglycerol studies using triple quadrupole MS/
MS, 1036
retro-diels-alder, stereoselectivity of, 1011
Fragmentation and reactions, of two isomeric O-alkyl S-(2-dial-
kylamino)ethyl methylphosphonothiolates studied by ESI-
ITMS, 902
Fragmentation of photomodified oligodeoxynucleotides ad-
ducted with metal ions in an ESI-ITMS, 1174
FTICR. See Fourier transform ion cyclotron resonance.
FTICR-MS. See Fourier transform ion cyclotron resonance mass
spectrometry.
FTMS. See Fourier transform mass spectrometry.
Gangliosides, from human granulocytes, 964
Gas chromatography/ion mobility spectrometry (GC/IMS), in
U.S. space program, 656
Gas chromatography/mass spectrometry (GC/MS)
in clinical chemistry, 127
current practice of, 1348
field-portable, environmental and forensic applications of, 683
of polycyclic aromatic hydrocarbons in ancient terrestrial
rocks, 989
Gas chromatography/time-of-flight mass spectrometry (GC/
TOFMS), field-portable high speed spectrometer for, 648
Gas phase
cyclopropylphenyl benzamide cyclization in, 956
ionized 1,5-hexadiene structure in, 840
of oxidized peptides containing cysteine, fragmentation of,
228
Ter-body intermediates in, 938
Gas phase acidities, of monosaccharides, ranking of, 1193
Gas phase cations, proton transfer from, to reference bases, 359
Gas phase cleavage of phenylisothiocyanate-derivatized electros-
prayed tryptic peptides in an FTICR trapped-ion cell:
mass-based protein identification without LC separation,
288
Gas phase clusters, between halide ions and olefin, 144
Gas phase cyclodextrin-amino acid complexes, chiral recognition
in, 278
Gas phase H/D exchange
of model peptide: FTICR and computational analyses of met-
al-induced conformational mutations, 1272
of positively charged mononucleotides by use of FTICR-MS,
268
Gas phase intramolecular rearrangement, in plicatamide frag-
mentation, 470
Gas phase reactions
of chloramine with anionic nucleophiles: nucleophilic substi-
tution at neutral nitrogen, 139
of hydrated alkaline earth metal ions with benzene, 250
Gas phase RNA and DNA ions, conformational dependence of
gas phase H/D exchange of AMP and dAMP, 780
Gas phase SN2 reactivity of dicoordinated borinium cations us-
ing pentaquadrupole mass spectrometry, 948
Gated trapping strategy with a two-time constant and a delay
for catching in-field generated ions that range over three
decades in mass-to-charge and two decades in velocity in
FTMS, 296
GC/IMS. See Gas chromatography/ion mobility spectrometry.
GC/MS. See Gas chromatography/mass spectrometry.
GlcNAcylation sites of peptides and -crystallin, Q-TOFMS in
identification of, 1106
Gln-Gly cleavage, correlation between CID and biological degra-
dation in, 337
Glycans, N-linked, ionization and CID of, 926
Glycosides, flavonoid, characterization of, by CAD of metal
complexes, 537
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Glycosphingolipids
analysis of, quadrupole TOF mass spectrometer fitted with
MALDI ion source for, 1220
as lithiated adducts, ESI-MS and CAD of, 61
Gramicidin S ions, electrospray-generated, in studies of ion trap-
ping in FAIMS/FAIMS coupled to TOFMS, 1320
Granulocytes
calcyclin isolated from, nonspecific cleavage of, 1180
gangliosides from, 964
Guanosine, in cluster with sinapinic acid, electron transfer vs
proton transfer in, 176
H side chains, fragmentation of deprotonated peptides contain-
ing, 1
Hadamard transform TOFMS, sequence length, sequence fre-
quency, and data acquisition rate effects on, 1302
Halide ion-olefin clusters, 144
HCNH association adducts with C2H2 and C2H4, 557
H/D exchange. See Hydrogen/deuterium exchange.
Heme-globin complex, detection in ESI-MS, electrostatic interac-
tions and, 1092
1,5-Hexadiene, ionized, structure in gas phase, 840
Hexosamine monosaccharides, cobalt-coordinated, stereoselec-
tive dissociations of, 517
High energy collision experiments, electron loss from multiply
protonated lysozyme ions in, 889
High field asymmetric waveform ion mobility spectrometry
(FAIMS), of ubiquitin elongated conformers, 894
High performance liquid chromatography (HPLC), protein iden-
tification by, 215
High performance liquid chromatography/atmospheric pressure
microwave-induced plasma ionization mass spectrometry
(HPLC/AP-MIPI-MS), of underivatized amino acids, 117
High throughput approach to quantitative proteomic analysis:
expression-dependent protein identification by MS, 1238
Histidine residues, position of, effect on CID of triply proton-
ated tryptic peptides, 1262
HPLC. See High performance liquid chromatography entries
Hydrogen, peptide amide, migration of, during ESI, 410
Hydrogen abstraction, in NC bond cleavage of peptide back-
bone, 1044
Hydrogen bonds in gas phase clusters between halide ions and
olefins, 144
Hydrogen/deuterium (H/D) exchange
data from, automatic analysis of, 1153
gas phase
of AMP and dAMP, conformational dependence of, 780
of model peptide, 1272
at non-labile sites: a new reaction facet with broad implica-
tions for structural and dynamic determinations, 1163
of positively charged mononucleotides, FTICR-MS in, 268
of positively charged mononucleotides by use of FTICR-MS,
268
solution phase, of non-covalent complexes, ESI-MS of, 795
in study of melittin bound to phospholipid micelles, 1247
in study of oligonucleotide fragmentation, 193
Hydrosphere, chemical analysis of, underwater MS for, 677
Hydroxyl radical adducts, MS of, 1214
ICM-MS. See Intact cell-mass spectrometry (ICM-MS).
Identification of GlcNAcylation sites of peptides and -crystallin
using Q-TOFMS, 1106
Indole, substituted, CAD of, by quadrupole TOFMS, 1145
Inductively coupled plasma-mass spectrometry (ICP-MS), 1226
Influence of electrostatic interactions on the detection of heme-
globin complexes in ESI-MS, 1092
In-gel digestion, protein identification by, 215
In-source decay characteristics of peptides in MALDI-TOFMS,
420
Intact cell-mass spectrometry (ICM-MS), for bacterial identifica-
tion, limits of, 49
Inter- and intramolecular migration of peptide amide hydrogens
during ESI, 410
Involatile compounds, detection with laser desorption electron
attachment TOFMS, 1339
Ion(s)
gaseous multiply charged, electron capture dissociation of, by
FTICR-MS, 245
multiply charged, cleavage mechanisms in, 565
Ion cooling, for FTICR-MS, 1169
Ion fragmentation, in 2-D quadrupole ion trap for external ion
accumulation in ESI FTICR-MS, 1312
Ion preselection, for ESI-FTICR-MS, 38
Ion trap
in FAIMS/FAIMS coupled to TOFMS, 1320
quadrupole, conformational differences of peptide ions in,
1331
in study of stereoselective dissociations of hexosamine
monosaccharides, 517
Ion trap mass spectrometry, of isomeric O-alkyl S-(2-dialkylami-
no)ethyl methylphosphonothiolate fragmentation and re-
actions, 902
Ion trap tandem mass spectrometry, of dexamethasone transfor-
mation products on light-activated TiO2 surface, 1286
Ionic diffusion, in SIFT-MS, 863
Ion-impact energy measurement, in ESI-MS of proteins and pro-
tein mixtures, 826
Ionization and collision-induced fragmentation of N-linked and
related carbohydrates using divalent cations, 926
Ionization and fragmentation of neutral and acidic glycosphin-
golipids with a Q-TOF mass spectrometer fitted with a
MALDI ion source, 1220
Ionization mode, effects on CSR fragmentation reactions, 571
Ionization-related conformational differences of peptide ions in
a quadrupole ion trap, 1331
Ionized 1,5-hexadiene, structure in gas phase, 840
Ion-molecule reactions in Titan’s atmosphere, 557
Iron-sulfur metalloprotein, 3 oxidation state for, ESI-FTICR-MS
of, 817
Isobaric interferences, in DE-MALDI-TOFMS of complex poly-
mer mixtures, 911
Isomeric dipeptides, differentiation and quantitation of, 490
Isomeric O-alkyl S-(2-dialkylamino)ethyl methylphosphonothio-
lates, fragmentation and reactions of, ESI-ITMS of, 902
Isotopic distribution calculations, in analysis of H/D exchange
mass spectra of peptides and proteins, 1153
Iturin A2, sodium stabilization of, during ESI-MS, 505
Ketalization of gaseous acylium ions, 150
Kynurenine fragmentation, ESI-MS/MS in, 786
-Lactoglobulin, in methanol, ESI-MS of, 317
Laser desorption electron attachment TOFMS: a new approach
to detection of involatile compounds, 1339
Laser desorption ionization and MALDI-TOFMS for low molec-
ular mass polyethylene analysis, 1186
LC. See Liquid chromatography.
LDI. See Laser desorption ionization.
Leukotriene C4, ESI and MS/MS of, 763
Light
proton transfer induced by, from gas phase cations to refer-
ence bases, 359
TiO2 surface activated by, dexamethasone transformation
products on, ion trap MS/MS of, 1286
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Liquid chromatography (LC)
of flavonoid aglycones, 707
of oxidized deoxynucleosides, ESI-MS/MS for, 80
of proteolytic digests, exponential dilution gradient system
for, 1205
Liquid chromatography/mass spectrometry (LC/MS), to deter-
mine component molecular weights, MoWeD computer
program in, 599
Liquid phase, cyclopropylphenyl benzamide cyclization in, 956
Liquid phase composition, in ESI, 1077
Lithiated adducts, glycosphingolipids as, ESI-MS and CAD of,
61
Lithium and transition metal ions enable low energy CID of
polyglycols in ESI-MS/MS, 832
Lithium atoms, complexes with formaldehyde and formaldi-
mine, stability of, 1229
Lysozyme ions, multiply protonated, electron loss from, 889
MAB. See Metastable atom bombardment.
MALDI. See Matrix-assisted laser desorption/ionization.
MALDI-MS. See Matrix-assisted laser desorption/ionization
mass spectrometry (MALDI-MS).
Marine peptide, fragmentation of, gas phase intramolecular re-
arrangement in, 470
Mass discrimination, in SIFT-MS, 863
Mass isotopomer abundance mass spectrometry (MIAMS), of
methyl palmitate, eliminating concentration dependence
using MAB, 754
Mass spectral fragmentation reactions of a therapeutic 4-azaster-
oid and related compounds, 385
Mass spectrometers
field-portable
environmental and forensic applications of, 683
high speed GC/TOFMS, 648
miniature
EI/Q/oa TOF, 641
ExB sector-field, 619
trade-offs in, 633
from 12th Sanibel Conference, 617
triple quadrupole, biopolymer sequencing in, 846
Mass spectrometric evidence for mechanisms of fragmentation
of charge-derivatized peptides, 399
Mass spectrometry (MS)
in differentiation of diexo- and diendo-fused isomers of nor-
bornane/ene-condensed thiouracil and thiazinopyrimi-
dine derivatives, 1011
of hydroxyl radical adducts, 1214
inductively coupled plasma (ICP-MS), 1226
in mid-1980s, chemist intrigue with, 975, 1228
of protein complex quaternary structure, 222
protein identification by, 215
protein structure information from, selective titration of argi-
nine residues by sulfonates in, 810
quantitative proteomic analysis by, 1238
underwater, for chemical analysis of hydrosphere, 677
in U.S. space program, 656
Matrix to analyte proton transfer, in clusters, 726
Matrix-assisted laser desorption/ionization (MALDI)
detection limits of, 1055
oligonucleotide fragmentation in, modified nucleic acids in,
744
peptide-peptide interaction study by, 88
photomodified oligodeoxynucleotide determination by, 1127
protein identification by, 215
ultraviolet, of oligodeoxynucleotide metastable decay, 180
Matrix-assisted laser desorption/ionization Fourier transform
mass spectrometry (MALDI-FTMS)
in characterization of oligosaccharides labeled with 9-amin-
ofluorene, 1254
glycosidase and, 877
Matrix-assisted laser desorption/ionization (MALDI) ion source,
quadrupole TOF mass spectrometer fitted with, glyco-
sphingolipid analysis with, 1220
Matrix-assisted laser desorption/ionization mass spectrometry
(MALDI-MS)
of nonpolar polymers, silver cluster interferences in, 732
of oligonucleotides, 5-methoxysalicylic acid and spermine as
matrix for, 456
of peptides and proteins containing nitrotyrosine, 438
of pesticides, 590
Matrix-assisted laser desorption/ionization time-of-flight mass
spectrometry (MALDI-TOFMS). See also Delayed extrac-
tion matrix-assisted laser desorption/ionization time-of-
flight mass spectrometry.
of complex polyol mixtures, 55
of diastereomeric benzo[ghi]fluoranthene tetrols, 376
of in-source peptide decay, 420
of polyethylene, 1186
substance P molecule detection by, 1055
Mechanism of matrix to analyte proton transfer in clusters of
2,5-dihydroxybenzoic acid and the tripeptide VPL, 726
Mechanistic study of ES-MS: charge gradients within electros-
pray droplets and their influence on ion response, 206
Melittin, bound to phospholipid micelles, H/D exchange and
ESI-FTICR-MS of, 1247
Metal complexes, CAD of, flavonoid glycoside characterization
by, 537
Metal ion(s)
alkaline earth, reactions with benzene, 250
interactions of, 479
alkali-cationized peptides in, C-terminal peptide sequenc-
ing of, 497
cobalt-coordinated hexosamine monosaccharides in, 517
Cu-dimethoxyethane complexes in, 480
Cu2-bound complexes in, 490
flavonoid glycoside characterization by metal complex
CAD, 537
metal-ligated sialic acid containing oligosaccharides as,
528
oligodeoxynucleotide ions adducted to metal ions in, 550
sodium stabilization of iturin A2, during ESI-MS, 505
photomodified oligodeoxynucleotides adducted with, frag-
mentation in ESI-ITMS, 1174
reactions with long chain alkanes, 367
transition, and ESI low energy CID-MS/MS of polyglycols,
832
Metal-induced conformational mutations, FTICR and computa-
tional analyses of, 1272
Metalloprotein, 3 oxidation state iron-sulfur, ESI-FTICR-MS of,
817
Metastable atom bombardment, to eliminate concentration de-
pendence of MIAMS of methyl palmitate, 754
Metastable decay of negatively charged oligodeoxynucleotides
analyzed with ultraviolet MALDI post-source decay and
deuterium exchange, 180
Metastable ion formation and disparate charge separation in the
gas phase dissection of protein assemblies studied by or-
thogonal TOFMS, 329
Methanol
in induction of conformational transitions of -lactoglobulin,
cytochrome c, and ubiquitin at low pH: a study by ESI-
MS, 317
proteins in, ESI-MS of, 317
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5-Methoxysalicylic acid and spermine: a new matrix for
MALDI-MS analysis of oligonucleotides, 456
Methyl benzoate, O reactions with, 694
Methyl palmitate, MIAMS of, eliminating concentration depen-
dence of using MAB, 754
Methylphosphonates, replacing phosphates with, in oligode-
oxynucleotide fragmentation, 580
MIAMS. See Mass isotopomer abundance mass spectrometry.
Microelectrospray ionization mass spectrometry (ESI-MS), of
complex polyol mixtures, 55
Microfabricated PDMS multichannel emitter for ESI-MS, 463
Microprobe two-step laser desorption/laser ionization (L2MS),
of polycyclic aromatic hydrocarbons in ancient terrestrial
rocks, 989
Microwave-induced plasma ionization mass spectrometry, of
underivatized amino acids, 117
Miniature quadrupole mass spectrometers, 633
Miniaturized EI/Q/oa TOFMS, 641
MIPI. See High performance liquid chromatography/atmo-
spheric pressure microwave-induced plasma ionization
mass spectrometry.
Molecular orbital considerations in probing the stereoselective
dissociations of cobalt-coordinated hexosamine monosac-
charides, 517
Mononucleotides, positively charged, H/D exchange of,
FTICR-MS in, 268
Monosaccharides
gas phase acidities and chloride affinities of, ranking of, 1193
hexosamine, cobalt-coordinated, stereoselective dissociations
of, 517
MoWeD, a computer program to rapidly deconvolute low reso-
lution LC/MS runs to determine component molecular
weights, 599
MS/MS. See Tandem mass spectrometry.
-L2MS. See Microprobe two-step laser desorption/laser ioniza-
tion.
Nano-electrospray emitter, electrochemical processes in, 853
Nano-electrospray ionization quadrupole time-of-flight mass
spectrometry fucosylation study, of low abundance spe-
cies in complex mixtures, 964
Nebulizer, dual oscillating, in AP-MIPI MS of underivatized
amino acids, 117
Negative ion chemical ionization (NICI), in study of O reac-
tions with methyl benzoate, 694
New crosslinker for MS analysis of quaternary structure of pro-
tein complexes, 222
NICI. See Negative ion chemical ionization.
Nitro meso-tetraphenylporphyrins, positional isomers of, MS/MS
of, 381
Nitrogen, nucleophilic substitution at, 139
Nitrotyrosine, peptides and proteins containing, MALDI-MS of,
438
NC bond cleavage of peptide backbone via hydrogen abstrac-
tion, 1044
Non-covalent complexes, solution phase H/D exchange of,
ESI-MS of, 795
Non-labile sites, H/D exchange at, 1163
Nonspecific cleavage products for protein sequence analysis as
shown on calcyclin isolated from human granulocytes,
1180
Nozzle-skimmer region, in CID, in biopolymer sequencing, 846
Nucleic acids
modified, in oligonucleotide fragmentation, 744
peptide mono-deprotonated, complete sequencing of by CID,
805
Nucleophilic substitution, at nitrogen, 139
Nucleosides, electron-bound dimers of, 176
O, methyl benzoate reactions with, 694
Obituary, Frederick W. Lampe, 123
5-Oco-7-glutathionyl-8,11,14-eicosatrienoic acid (FOG7), ESI and
MS/MS of, 763
Olefin, halide ion clusters with, 144
Oligodeoxynucleotides
adducted to metal ions, ESI-MS/MS of, 550
fragmentation mechanisms of, 580
metastable decay of, 180
photomodified
adducted with metal ions, fragmentation in ESI-ITMS,
1174
determination by exonuclease digestion, MALDI, and
PDSMS, 1127
Oligonucleotides
fragmentation of
modified nucleic acids in, 744
studied by H/D exchange and ESI-MS/MS, 193
MALDI-MS of, 5-methoxysalicylic acid and spermine as ma-
trix for, 456
Oligosaccharides
9-aminofluorene-labeled, MALDI-FTMS characterization of,
1254
chloride adducts of, negative ESI-generated, linkage specificity
in CID of, 1193
metal-ligated, containing sialic acid, stabilization and linkage
analysis of, 528
neutral O-linked, structure of, exoglycosidase digestion and,
877
Ortho-cyclopropylphenyl benzamides, cyclization in gas and
liquid phases, 956
Oxygen, as CID target gas, 23
PDMS multichannel emitter. See Polydimethylsiloxane mul-
tichannel emitter.
Pentaquadrupole mass spectrometry, borinium cations by, 948
Peptide(s)
aggregates of, formation during ESI, 1020
argentinated, CID of, product ions from, 163
charge-derivatized, fragmentation of, 399
conformational differences of, in quadrupole ion trap, 1331
containing nitrotyrosine, MALDI-MS of, 438
cysteine-containing oxidized, fragmentation of, 228
deprotonated, fragmentation of, 1
ES-generated copper(II) complex ions of, CID of, in formation
of molecular radical cations of enkephalin derivatives,
1114
GlcNAcylation sites of, identification by Q-TOFMS, 1106
H/D exchange mass spectra of, automatic analysis of, 1153
in-source decay of, 420
interaction of, MALDI study of, 88
mixtures of, HPLC, MALDI, and ESI-MS of, 215
model, gas phase H/D exchange reactions of, 1272
MS of, 125
phenylisothiocyanate-derivatized electrosprayed tryptic, pro-
tein identification from, 288
predicting mobilities of, 885
sodium stabilization of, during ESI-MS, 505
Peptide amide hydrogen, migration of, during ESI, 410
Peptide backbone, NC bond cleavage of, hydrogen abstrac-
tion in, 1044
Peptide nucleic acids, mono-deprotonated, complete sequencing
of by CID, 805
Perrhenate systems, ES characterization of, 1137
Pesticides, studies of using CID, PSD, and MALDI-MS, 590
1366 SUBJECT INDEX J Am Soc Mass Spectrom 2001, 12, 1360–1368
Pharmaceuticals, in environment, 1067
Phosphates, replacing with methylphosphonates and thymines,
in oligodeoxynucleotide fragmentation, 580
Phosphatidylglycerol, triple quadrupole MS/MS studies of, 1036
Phospholipid micelles, melittin bound to, H/D exchange and
ESI-FTICR-MS of, 1247
Photomodified oligodeoxynucleotides
adducted with metal ions, fragmentation in ESI-ITMS, 1174
determination by exonuclease digestion, MALDI, and PDSMS,
1127
Physical/chemical separations in the break-up of highly charged
droplets from electrosprays, 343
Plicatamide, fragmentation of, gas phase intramolecular rear-
rangement in, 470
Pollutants, emerging, in environment, 1067
Polyammonium macrotricyclic ligands, dicarboxylic acid com-
plexes with, ESI-MS of, quantum calculations and, 304
Polyatomic ion excited electron states, detection by charge ex-
change ionization in collision cells, 1120
Polycyclic aromatic hydrocarbons in ancient terrestrial rocks,
L2MS vs GC/MS of, 989
Polydimethylsiloxane multichannel emitter, microfabricated, for
ESI-MS, 463
Polyethylene, LDI and MALDI-TOFMS of, 1186
Polyglycols, ESI low energy CID MS/MS of, 832
Polymer mixtures, DE-MALDI-TOFMS of, isobaric interferences
in, 911
Polymers, nonpolar, MALDI-MS of, silver cluster interferences
in, 732
Polyol mixtures, complex, MS analysis of, 55
Post-source decay mass spectrometry (PSDMS), photomodified
oligodeoxynucleotide determination by, 1127
Post-source decay (PSD) studies
of diastereomeric benzo[ghi]fluoranthene tetrols, 376
of pesticides, 590
Prediction of peptide ion mobilities via a priori calculations
from intrinsic size parameters of amino acid residues, 885
Product ion studies of diastereomeric benzo[ghi]fluoranthene
tetrols by MALDI-TOFMS and PSD, 376
Protein(s)
analyzing sequence of, calcyclin nonspecific cleavage for, 1180
1-anilino-8-naphthalene-sulfonate binding of, ESI-MS of, 428
containing nitrotyrosine, MALDI-MS of, 438
ESI-MS of, ion-impact energy measurement in, 826
H/D exchange mass spectra of, automatic analysis of, 1153
identification of
by in-gel digestion, HPLC, and MS: peptide analysis by
complementary ionization techniques, 215
from phenylisothiocyanate-derivatized electrosprayed
tryptic peptides, 288
quantitative proteomic analysis by MS in, 1238
MS of, 125
noncovalent, CAD MS/MS of, 329
quaternary structure of, enzyme inhibitors and, 97
structure information of, from MS, selective titration of argi-
nine residues by sulfonates in, 810
Protein complexes, quaternary structure of, MS analysis of, 222
Protein fluorescence measurements within electrospray droplets,
716
Proteolytic digests, liquid chromatography with MALDI or
nano-ESI-MS for, 1205
Proton transfer
light-induced, from gas phase cations to reference bases, 359
matrix to analyte, in clusters, 726
in radical-cation clusters of nucleosides, 176
PSD. See Post-source decay entries.
Q-TOFMS. See Quadrupole time-of-flight mass spectrometry.
Quadrupole instrument, in CAD, of glycosphingolipids as lithi-
ated adducts, 61
Quadrupole ion trap, peptide ions in, conformational differences
of, 1331
Quadrupole mass spectrometry
pentaquadrupole, borinium cations by, 948
triple, biopolymer sequencing in, 846
Quadrupole tandem mass spectrometry, triple, phosphatidylg-
lycerol studies with, 1036
Quadrupole time-of-flight mass spectrometer, fitted with
MALDI ion source, glycosphingolipid analysis with, 1220
Quadrupole time-of-flight mass spectrometry (Q-TOFMS)
in determining CAD of substituted indole, 1145
in fucosylation study of low abundance species in complex
mixtures, 964
in identifying GlcNAcylation sites of peptides and -crystal-
lin, 1106
Qualitative comparison between the quantum calculations and
ESI-MS of complexes of polyammonium macrotricyclic
ligands with dicarboxylic acids, 304
Qualitative selected ion flow tube MS, influence of ionic diffu-
sion and mass discrimination in, 863
Quantitative proteomic analysis, by MS, 1238
Quaternary structure, of protein complexes, MS analysis of, 222
Radical-cation clusters of nucleosides, electron transfer vs pro-
ton transfer in, 176
Ranking of gas phase acidities and chloride affinities of
monosaccharides and linkage specificity in CID of nega-
tive ESI-generated chloride adducts of oligosaccharides,
1193
Reactions of atomic transition metal ions with long chain al-
kanes, 367
Reactions of O with methyl benzoate, NICI and FTICR study
of, 694
Residue mass plot and abundance plot, in detection of isobaric
interferences in DE-MALDI-TOFMS of complex polymer
mixtures, 911
Rocks, ancient terrestrial, polycyclic aromatic hydrocarbons in,
L2MS vs GC/MS of, 989
Salt cluster formation, in ESI, 1077
Selected ion flow tube mass spectrometry (SIFT-MS), ionic diffu-
sion and mass discrimination in, 863
Sequence length, sequence frequency, and data acquisition rate
effects on performance of a Hadamard transform TOFMS,
1302
Sequence-specific fragmentation, of deprotonated peptides con-
taining H or alkyl side chains, 1
Sequence-specific stabilization, of linear analog of the antifungal
lipopeptide iturin A2 by sodium during low energy
ESI-MS conditions, 505
Sialic acid, metal-ligated oligosaccharides containing, stabiliza-
tion and linkage analysis of, 528
SIFT-MS. See Selected ion flow tube mass spectrometry.
Silver cluster interferences in MALDI-MS of nonpolar polymers,
732
Similarity between condensed phase and gas phase chemistry:
fragmentation of peptides containing oxidized cysteine
residues and its implications for, proteomics, 228
Sinapinic acid, guanosine/deoxyguanosine clusters with, elec-
tron transfer vs proton transfer in, 176
Size exclusion chromatography-microelectrospray ionization
mass spectrometry, in study of enzyme inhibitor effect on
protein structure, 97
Sodium, iturin A2 stabilization by, during ESI-MS, 505
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Solid phase peptide synthesis, S-SIM in monitoring of, 1099
Solution phase H/D exchange, of non-covalent complexes,
ESI-MS of, 795
Space program, of U.S., MS in, 656
Spermine and 5-methoxysalicylic acid, as new matrix for
MALDI-MS analysis of oligonucleotides, 456
S-SIM. See Static secondary ion mass spectrometry.
Stabilization and linkage analysis of metal-ligated sialic acid
containing oligosaccharides, 528
Stable association complex ESI, for cyanuric acid determination,
1085
Stable association complex ES-MS, for determination of cyanuric
acid, 1085
Static-secondary ion mass spectrometry (S-SIM), in monitoring
solid phase peptide synthesis, 1099
Structure
of flavonoid glycosides, characterization by CAD of metal
complexes, 537
glycosphingolipids as lithiated adducts, determination by
ESI-MS using low-energy CAD on triple stage quadru-
pole instrument, 61
of ionized 1,5-hexadiene in gas phase, 840
of melittin bound to phospholipid micelles studied using
H/D exchange and ESI-FTICR-MS, 1247
of neutral O-linked oligosaccharides, exoglycosidase digestion
and, 877
Studies of pesticides by CID, PSD, and MALDI-MS, 590
Studies on phosphatidylglycerol with triple quadrupole tandem
mass spectrometry with electrospray ionization, 1036
Study of kynurenine fragmentation, ESI-MS/MS in, 786
Study of light-induced proton transfer from gas phase (radical)
cations to reference bases: bracketing of proton transfer
from excited ions and associated reaction kinetics, 359
Sub-miniature ExB sector-field mass spectrometer, 619
Substance P, MALDI-TOFMS detection of molecules in, 1055
Sulfonates, selective arginine residue titration by, 810
Tandem mass spectrometry (MS/MS). See also Electrospray ion-
ization tandem mass spectrometry.
of complex polyol mixtures, 55
of nitro meso-tetraphenylporphyrins positional isomers, 381
triple quadrupole, phosphatidylglycerol studies with, 1036
Targeted use of exoglycosidase digestion for structural elucida-
tion of neutral O-linked oligosaccharides, 877
Ter-body intermediates in gas phase, ionized reaction of enols
with tert-butanol, 938
Termolecular ion-molecule reactions in Titan’s atmosphere:
structure of the association adducts of HCNH with
C2H2 and C2H4, 557
Thymines, replacing phosphates with, in oligodeoxynucleotide
fragmentation, 580
Time-of-flight mass spectrometry (TOFMS)
FAIMS/FAIMS coupled to, ion trapping in, 1320
GC with, field-portable high speed spectrometer for, 648
Hadamard transform, sequence length, sequence frequency,
and data acquisition rate effects on, 1302
laser desorption electron attachment, to detect involatile com-
pounds, 1339
MALDI with
of complex polyol mixtures, 55
of diastereomeric benzo[ghi]fluoranthene tetrols, 376
of in-source peptide decay, 420
miniaturized EI/Q/oa spectrometer for, 641
orthogonal, of noncovalent protein assemblies, 329
quadrupole
in determining CAD of substituted indole, 1145
in identifying GlcNAcylation sites of peptides and -crys-
tallin, 1106
TiO2 surface, light-activated, dexamethasone transformation
products on, ion trap MS/MS of, 1286
Titan’s atmosphere, termolecular ion-molecule reactions in, 557
TOF. See Time-of-flight entries.
Trade-offs in miniature quadrupole designs, 633
Transacetalization, with gaseous carboxonium and carbosulfo-
nium ions, 14
Transition metal ions
and ESI low energy CID-MS/MS of polyglycols, 832
reactions with long chain alkanes, 367
Trapping electrode, central, in FTICR-MS, 30
Tripeptide VPL, 2,5-dihydroxybenzoic acid in cluster with, ma-
trix to analyte proton transfer in, 726
Tris (perfluoroalkylethyl)silyl alkyl amines, as calibration stan-
dards for ESI-MS in the mass range of 100–3000 Da, 1050
Ubiquitin
elongated confomers of, ESI-FAIMS-MS of, 894
in methanol, ESI-MS of, 317
Ultraviolet matrix-assisted laser desorption/ionization, of oli-
godeoxynucleotide metastable decay, 180
Underwater mass spectrometers for in situ chemical analysis of
hydrosphere, 677
United States space program, MS in, 656
Variability of calcium binding to EF-hand motifs probed by ESI-
MS, 1296
Wire-in-a-capillary bulk-loaded nano-electrospray emitter, elec-
trochemical processes in, 853
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